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results. Below are two sample linkage groups from the KxO, 2003 Map Study which compare
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common molecular markers shared (as shown by connecting map lines) between the two

model grass species, Brachypodium (left) and Rice (right). CMap Display: GrainGenes collection of probes compared to the twelve largest supercontigs of Brachypodium (JGI, brachypodium.org, 2008).
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Dot Plot (CMap) of Map Display: Probes shared between Oat linkage group 22_44+18 Dot Plot (CMap) Map.Correspondences.: Probe matcht.es shared between Rice .
CMap Display: Comparison of two Oat linkage groups to model grasses. and model grass species Brachypodium supercontig_0 (left) and Rice chromosome chromosome 3 (Y-axis) and Brachypodium supercontig_0 (left) and supercontig_1
3 (right). Region of co-linear matches with oar are circled in red. (right).



